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Bacterial
Staphylococcus aureus 252.00 X 10° 243.00 X 10° 276.00 X 10° 771.00 X 10°  22.79
Coagulase-negative staphylococci 767.00 X 10° 737.00 X 10° 753.00 X 10°  2257.00 X 10°  66.72
Bacillus spp 137.00 X 10° 111.00 X 10° 107.00 X 10° 355.00 X 10°  10.49
ERLY 1156.00 X 10° 1091.00 X 10> 1136.00 X 10°  3383.00 X 10° 100.00

Fungi

Aspergillus niger 194.00 X 10° 153.00 X 10° 152.00 X 10° 499.00 X 10°  12.09
Aspergillus flavus 151.00 X 10° 163.00 X 10° 151.00 X 10° 465.00 X 10°  11.27
Aspergillus fumigatus 133.00 X 10° 119.00 X 10° 137.00 X 10° 389.00 X 10° 9.43
Curvularia spp 146.00 X 10° 156.00 X 10° 155.00 X 10° 457.00 X 10>  11.07
Penicillium spp 456.00 X 10° 472.00 X 10° 484.00 X 10> 1412.00 X 10°  34.21
Rhizopus spp 44.00 X 10° 49.00 X 10° 42.00 X 10° 135.00 X 10° 3.27
Fusarium spp 174.00 X 10° 182.00 X 10° 157.00 X 10° 513.00 X 10>  12.43
Scedosporium spp 78.00 X 10° 81.00 X 10° 98.00 X 10° 257.00 X 10° 6.23
N 1376.00 X 10° 1375.00 X 10°  1376.00 X 10° 4127.00 X 10° 100.00
33 Bacterial+ Fungi 2532.00 X 10° 2466.00 X 10®° 2512.00 X 10° 7510.00 X 10° 100.00

CFU/m’: colony forming unit per cubic meter
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I-PFC 07.00-08.00 am. 266.67+50.33 0.027** 293.33+£5.77 0.095
03.00-04.00 pm. 340.00+52.92 386.67+32.15

I-ORC 07.00-08.00 am. 240.00+20.00 0.059 200.00+10.00 0.014**
03.00-04.00 pm. 303.33+41.63 353.33+35.12

I-IMC1 07.00-08.00 am. 260.00+26.46 0.006** 183.33+30.55 0.002**
03.00-04.00 pm. 350.00+20.00 340.00+26.46

I-IMC2 07.00-08.00 am. 176.67+45.09 0.015** 190.00+10.00 0.068
03.00-04.00 pm. 243.33+32.15 313.33+28.87

1-OPC 07.00-08.00 am. 283.33+25.17 0.003** 250.00+26.46 0.077
03.00-04.00 pm. 353.33+15.28 370.00+40.00
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03.00-04.00 pm. 343.00+11.55 416.67+23.09

I-PC 07.00-08.00 am. 306.67+25.17 0.011** 310.00+34.64 0.021**
03.00-04.00 pm. 393.33+15.28 450.00+45.83

1-SC 07.00-08.00 am. 183.33+25.17 0.049** 310.00+17.32 0.006**
03.00-04.00 pm. 280.00+34.64 436.67+23.09
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PRV 07.00-08.00 am. 244.44+49.72 0.001** 250.00+49.02 0.010**

03.00-04.00 pm. 321.48+50.70 379.26+54.38

O-PFC 07.00-08.00 am. 380.00+69.28 0.085 386.67+28.87 0.003**
03.00-04.00 pm. 446.67+32.15 546.67+15.28*

O-0ORC 07.00-08.00 am. 320.00+65.57 0.032** 380.00+52.92 0.013**
03.00-04.00 pm. 420.00+43.59 536.67+37.86*

O-IMC1 07.00-08.00 am. 326.67+55.08 0.017** 340.00+26.46 0.017**
03.00-04.00 pm. 403.33+32.15 510.00+69.28*
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patients and those receiving services.
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Abstract: Nosocomial infections are primarily caused by airborne pathogens. Airborne microorganisms cause
respiratory disease infection can be transmitted from person to person, which is dangerous to health.
Therefore, the objective of this study was to survey the quantity and types of bacteria and fungi in
the air. In the outpatient department of Thammasat University Hospital Pathum Thani Province. Using
air sampler, a product of Thermo Scientific, model Thermo EM0100A, USA, 10 minutes at a time,
collecting samples at 2 times in the morning from 7:00 to 8:00 a.m. and in the afternoon from 3:00 to
4:00 p.m. between January and March 2022 by surveying within the outpatient unit 9 departments and
corridors outside the disease examination unit 9 areas total 18 areas with a total of 972 samples. The
results showed bacterial count of 3383.00x10° CFU/m® and fungi count of 4127.00x10°> CFU/m”’. Three
types of bacteria were found: Staphylococcus aureus, coagulase-negative Staphylococci and Bacillus spp..
The most common bacteria were coagulase-negative staphylococci found at 66.72% (2257x10°). A
total of 8 types of fungi were found Penicillium spp., Fusarium spp., Aspergillus niger, Aspergillus
flavus, Curvularia spp., Aspergillus fumigatus, Scedosporium spp., and Rhizopus spp. The most
common fungi were Penicillium spp., at 32.21% (1412x10%). It was found that the afternoon had
a higher amount of microorganisms than in the morning. Additionally, in the pediatric examination
unit, microbial values exceeded the standard criteria of the guidelines for good indoor air quality in office
premises. From this study, it was found that the levels of bacteria and fungi were associated with
respiratory diseases. Therefore, to prevent disease and infection in hospitals, attention must be paid to

controlling environmental factors for the growth of microorganisms in the air to protect the health of
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