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Background and Objective: the oportunistic bacterial
infection is the majority problem on medical and public health
in Thailand and others countries worldwide. At present
the problem of anti-microbial resistant are increases.
The objective of this study was to investigate the
prevalence of oportunistic bacterial infection the isolations
from clinical specimens of patients at Roi Et Hospital.

Methods: this study was descriptive study, all data were
clinical specimens culture of respiratory tract system,
urinary tract system and blood stream. The data were
retrieved from medical recorded and data from department
of Clinical Microbiology Laboratory, Roi Et Hospital, Roi Et
Province during January 1, 2017 to December 31, 2017.
The descriptive statistics were used for all data analysis.
Results: the total number of bacterial isolation from clinical
specimens of patients at Roi Et Hospital were 15, 367
isolations. The most common bacterial isolation found were
E. coli 16.31%, A. baumannii 15.10 %, K. pneumoniae
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deTinunieslEun £, coli Siaz 16.31 A baumannii $asiay
15.10 K. pneumoniae faaaz 13.45 WAz P. aeruginosa
faeay 11.22 ‘IllmmmﬂiﬁmmzuumqLﬁumﬂ‘lﬂ 5,968
isolates HianwuLiaaléun A.baumannii ¥aaas 27.58
K. pneumoniae Spaaz 21.26 P. aeruginosa fpeay 20.69
uaz E. coli $aeaz 5.53 szuumnabiuilaany 3,266 isolates
Naefnudedldun £ coli ¥eeaz 34.91 Enterococcus
spp. Faaay 29.52 K. pneumonia faeay 10.47 WAy
P. aeruginosa $auay 6.12 wazszuuluaidaulaiin
4,082 isolates HimaNwuLiaaléin Coagulase Negative
Staphylococci §agay 27.14 E. coli 588y 14.80
B. pseudomallei Spaaz 8.79 Staphylococcus aureus
fpuay 8.21

mﬂ AMUANITATIALNNZ mamnmmmmmmmﬂfmwu
euuATiGersmnn 15, 367 isolation m@‘wwﬂmmmm
An E.coli, A.baumannii, K.pneumoniae WaZ P. aer%g/nlosa
sruunnaAualanazszuuniufuldaanazimanny
Ueada A.baumannii, K. pnetgllmqniae, P. aeruginosa,
E. coli dauszuulvaneulafindeinudes@a Coagulase
Negative Staphylococci, E. coli, B. pseudomallei \Lag
Staphylococcus aureus

AANATY: AYNTN, mfafafm‘ﬂﬂmm Aadamsaa

13.45%, and P. aeruginosa 11.22%. The total respiratory
tract isolation were 5,968 isolates and the most common
bacterial found were A.baumannii27.58%, K. pneumoniae
21.26%, P. aeruginosa 20.69 %, and E. coli 5.53%. The
total urinary tract isolation were 3,266 isolates and the
most common were found E. coli 34.91%, Enterococcus
spp. 29.52%, K. pneumonia 10.47%, and P. aeruginosa
6.12%. The total blood stream isolation were 4,082 isolates
and the most common found were Coagulase Negative
Staphylococci 27.14%, E. coli 14.80 %, B. pseudomallei
8.79%, and S. aureus 8.21 %.

Conclusion: The total positive results from clinical
specimen culture were 15, 367 isolations. The highest
frequency isolations found were E.coli, A.baumannii,
K.pneumoniae and P. aeruginosa. The respiratory tract
and urinary tract system most commonly found were
A.baumannii, K. pneumoniae, P. aeruginosa and E. coli.
The blood stream most commonly found were Coagulase
Negative Staphylococci, E. coli, B. pseudomallei and
Staphylococcus aureus.

Keywords: Prevalence, Nosocomial, Specimens
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L%mWi”umﬁnmiu‘llﬁwmmﬁﬂﬂLﬁmﬁﬁwm 15,367
isolations TAg@aUNINIURIGIATIRANNTELLNUAY
migla szuumpiuaacs uazszuulvaRuulaiin
Taenaeimiduanug 10 arduwsnldun E.coli fauas
16.31 A.baumannii 5a8a% 15.10 K. pneumoniae 50818
13.45 P.aeruginosa §eelaz 11.22 Enterococcus spp.
Spaay 8.58Coagulase Negative Staphylococci Spaaz
8.15 S.aureus Fa8Ia 4.95 B.pseudomallei Faeay 3.18
S.maltophilia $aeine 2.56 WAz P. mirabilis fauaz 1.97
(19197 1)

AN519N 1 WAANAFUTaNLantAaINRIdInT9a9N

glaevianan
AR a ATUIU (FREAE
00 1daide (n=15(,367) )
1 Escherichia coli 2,550 (16.31)
2 Acinetobacter baumannii 2,361 (15.10)
3 Klebsiella pneumoniae 2,103 (13.45)
4 Pseudomonas aeruginosa 1,754 (11.22)
5  Enterococcus spp. 1,342 (8.58)
6  Coagulase Negative Staphylococci 1,275 (8.15)
7 Staphylococcus aureus 774 (4.95)
8  Burkholderia (Pseudomonas) 497 (3.18)
pseudomallei
9  Stenotrophomonas maltophilia 400 (2.56)
(X.maltophilia)

10  Proteus mirabilis 308 (1.97)
11 Enterobacter spp. 270 (1.73)
12 Coag.Neg. Staphylococci_ 201 (1.29)
13 Enterobacter cloacae 179 (1.14)
14 Kilebsiella spp. 175 (1.12)
15 Acinetobacter spp. 171 (1.09)
16 Acinetobacter Iwoffi 125 (0.80)
17 Streptococcus spp. 113 (0.72)
18  Citrobacter diversus 102 (0.65)
19  Citrobacter freundii 66 (0.42)
20  Proteus vulgaris 66 (0.42)
21 A 805 (5.15)
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21.26 P. aeruginosa feaas 20.69 E. coli 588as
5.53 S.maltophilia 5aea 5.08 S. aureus e84z 2.85
Enterobacter spp.%"@ﬂ@z 2.71 Acinetobacter spp.
¥aelaz 2.01 Enterococcus spp.%“ﬂﬂm 1.89 WAL E. cloacae
Seaay 1.63 (mm\‘ﬁi 2)
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sTULNNARINY A
ﬁ'\:u P AUIU (Sazaz)
7 (n=5,968)
1 Acinetobacter baumannii 1,646 (27.58)
2 Klebsiella pneumoniae 1,269 (21.26)
3 Pseudomonas aeruginosa 1,235 (20.69)
4 Escherichia coli 330 (5.53)
5  Stenotrophomonas maltophilia 303 (5.08)
(X.maltophilia)
6  Staphylococcus aureus 170 (2.85)
7 Enterobacter spp. 162 (2.71)
8  Acinetobacter spp. 120 (2.01)
9 Enterococcus spp. 113 (1.89)
10  Enterobacter cloacae 97 (1.63)
11 Klebsiella spp. 96 (1.61)
12 Proteus mirabilis 94 (1.58)
13 Burkholderia (Pseudomonas) 61 (1.02)
pseudomallei
14 Acinetobacter Iwoffii 54 (0.90)
15 Citrobacter diversus 37 (0.62)
16 Coagulase Negative Staphylococci 27 (0.45)
17 Citrobacter freundii 24 (0.40)
18  Serratia marcescens 21(0.35)
19  Klebsiella oxytoca 15 (0.25)
20  Proteus vulgaris 14 (0.23)
21 A 81 (1.36)

L?yaﬁuEmZm”@’mﬁﬁgmm%&uumuﬁuﬂﬂmoz
TugasfiFnESuEe L UAT BeRuanldannsy
yadulagnziame 3, 266 Isolates Taeide 10 &éu
wanléun E. coli faeiaz 34.91 Enterococcus spp. fauay
29.52 K. pneumonia faeas 10.47 P. aeruginosa faeay
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6.12 A.baumannii a8 5.82 P. mirabilis 5a8ay 3.28
Coagulase Negative Staphylococci Saeaz 1.65 A.woffii
¥aaaz 0.92C. diversus 5a81a% 0.89 WAz Klebsiella spp.
%eine 0.80 (AN9797 3)

AN5199 3 BWAAIANA UL NN lAaINFIdImTIaan

sruLNIAuTiaany
AR AUIU (Saeaz)
i #inida (n=3, 266)
1 Escherichia coli 1,140 (34.91)
2 Enterococcus spp. 964 (29.52)
3 Klebsiella pneumoniae 342 (10.47)
4 Pseudomonas aeruginosa 200 (6.12)
5  Acinetobacter baumannii 190 (5.82)
6 Proteus mirabilis 107 (3.28)
7 Coagulase Negative Staphylococci 54 (1.65)
8  Acinetobacter Iwoffi 30 (0.92)
9 Citrobacter diversus 29 (0.89)
10  Kilebsiella spp. 26 (0.80)
11 Acinetobacter spp. 24 (0.73)
12 Enterobacter spp. 21(0.64)
13 Proteus vulgaris 21 (0.64)
14 Enterobacter cloacae 20 (0.61)
Stenotrophomonas maltophilia
15 (X.maltophilia) 18 (0.55)
16 Citrobacter freundii 14 (0.43)
17 Staphylococcus aureus 13 (0.40)
Burkholderia (Pseudomonas)

18  pseudomallei 12 (0.37)
19  Klebsiella oxytoca 8(0.24)
20  Pseudomonas spp. 7 (0.21)
21 B 27 (0.8)

daiuenlsaindedensaaszuyluasaulaiin

‘Lwﬁwﬁﬁﬂjﬁﬁ’]mm%@LLmﬁﬁrﬂ?{Lmﬂjﬁmmwu
Tuanaulafimianun 4,082 Isolates lngia 10 a1Aw
wanléun Coagulase Negative Staphylococci faeny
27.14 E. coli §agaz 14.80 B. pseudomallei ae1as 8.79
S. aureus §p81a 8.21 K. pneumoniae faeay 5.78 Gram
Positive Bacilli (Unidentified) 588182 5.73 A. baumannii
¥aeinz 4.70 Bacillus spp. $agiaz 3.90 Enterococcus Spp.
faeaz 3.06 WA P. aeruginosa 50818z 2.071 (miwﬁ' 4)
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ﬁﬂfﬂ Ao 412U (5a8az)

7 (n=4,082)
1 Coagulase Negative Staphylococci 1,108 (27.14)
2 Escherichia coli 604 (14.80)
3 Burkholderia (Pseudomonas) 359 (8.79)

pseudomallei
4 Staphylococcus aureus 335 (8.21)
5  Klebsiella pneumoniae 236 (5.78)
6 Gram Positive Bacilli (Unidentified) 234 (5.73)
7 Acinetobacter baumannii 192 (4.70)
8  Bacillus spp. 160 (3.92)
9  Enterococcus spp. 125 (3.06)
10  Pseudomonas aeruginosa 2 (2.01)
11 Streptococcus spp. 9(1.69)
12 Micrococcus spp. 9 (0.96)
13 Group A Streptococci_ 8(0.93)
14 Acinetobacter Iwoffi 33(0.81)
15 Kilebsiella spp. 0(0.73)
16 Enterobacter spp. 8 (0.69)
17  Proteus mirabilis 5(0.61)
18  Stenotrophomonas maltophilia 4 (0.59)

(X.maltophilia)
19  Coag.Neg. Staphylococci (Inducible 23 (0.56)

Clindamycin Resistant)
20  Salmonella serogroup D 22 (0.54)
21 au‘] 316 (7.74)

ﬂmqimﬂmgﬂ@uﬁudwL%@ﬁwuiﬁﬂ@ﬂﬁa;mwumq
wumnelawazszuunaiduiaanazliun A, baumannii,
K. pneumon/ae P. aerugmosa WAL E. coli Tmﬂlﬂ]@
fusnldannia 2 o2 uummmmﬂmwmm Uy
InaFaulafinfinudndeninyldtesds Coagulase
Negative Staphylococci, E. coli, B. pseudomallei Wag
Staphylococcus aureus
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Imw@mmﬂmwmﬂm@‘wLﬂummmmmm’wmimﬂm
mammLﬂjfa“lumﬂfmmwwmiurmiﬂm‘lu‘l}mwmm@
fpedmlAwn 1o L‘ﬂ‘ﬂ E. coli, A.baumannii, K. pneumoniae,

562

P. aeruginosa, Enterococcus spp., Coagulase Negative
Staphylococci, S.aureus, B.pseudomallei, S.maltophilia
LL@q, P. mlrabl/ls mmmmnummnmlwmm Ugeine
Vlmﬁumwwm’wm‘ﬂ E. coli, P. mirabilis, K pneumon/a
S. aureus, LAY E. faeca//s“““9 Tmmm@mmﬂimm
ﬁ‘t‘]_l'i_lV]’NLWLM’]f;II’QVl@’]ﬂQ_J Vl,mm L°11’ﬂ A. baumannii,
K. pneumoniae, P. aeruginosa, E. coli, S. maltophilia,
S. aureus, Enterobacter spp. ﬁm’mzﬁ‘ﬂmﬁmﬁumi‘
ﬂnmwﬂi”mﬂimmuwwumLm@Lmﬂmiﬂmﬂummm
mrwmwm‘lummmmmﬂjfasl,m”‘uumqLmumﬂ% Vme
K. pneumoniae, P. aeruginosa, A.baumannii, Enterobacter
species, S. aureus® LLm'ﬁﬁmmumnﬁmmnmaﬁﬂm
Iumwﬂivmﬂ 1@LLﬂ ‘IJ?.,,LV]WI]’]@W@%‘ULUEIWUQ’]L%@
VlLﬂu‘ﬂm‘Mmmm 8wn H. influenza, K. pneumoniae,
S. pneumoniae, S. aureus,Miy catarrhalis Wae
S. pyogenes”"* ﬂifzmﬂﬁmmmL%@V;Lﬂuﬁtymzﬁﬂﬁm
1A S. pneumoniae, H. influenza was S. aureus® Uszind
Eﬁlﬂu‘ﬁlwud%%@s pneumoniae, H. influenzae, S. aureus,
M. catarrhalis waw P. Aeruginosa Lﬂummmmmm

UssinARunudnge M. catarrhalis , S. pneumoniae,
S. aureus, H. parainfluenzae, H. influenza Lﬂumm&;
dAny*° fideenaide H. infuenza, P. aeruginosa,
S. pneumoniae, M. catarrhalis \uanund1Aty™*
LasiasAuelEnze S. pneumoniae, H. influenzae,
M. catarrha//s S. aureus, S. pyogenes L‘ﬂummmmm
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spp., K. pneumoniae, P. aeruginosa, A. baumannii,
P.mirabilis, Coagulase Negative Staphylococci, A. lwoffi,
C. diversus Lay K/ebsie//i spp.@'amﬁmﬁ’umﬁﬂwﬂﬁ
UszimAtapanAnnLIdnTe £ coli, Enterococcus spp.,
Klebsiella spp., Pseudomonas spp., Proteus spp.,
Enterobacter Spp. WAL S. saprophyt/cus Lﬂummm
&Any’ wﬂumﬂiﬂsmm@wummaE coli, P. aeruginosa,
Klebsiella spp, Providencia spp, Enterococcus sp,
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